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ABSTRACT

We will first give a brief overview of Hidden Markov Models (HMMS) and
their use in Computational Molecular Biology. In particular, we will describe a
detailed application of HMMs to the G-Protein-Coupled-Receptor Superfamily.
We will also describe a number of analytical results on HMMS that can be used in
discrimination tests, and data base mining, We will then discuss the limitations of
HMMs and some new directions of research. If time permits, we will conclude
with some recent results on the application of HMMs to human gene modeling

and parsing.




